Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.003 Å; R factor = 0.043; wR factor = 0.140; data-to-parameter ratio = 20.5.
Refinement R[F 2 > 2(F 2 )] = 0.043 wR(F 2 ) = 0.140 S = 1.07 10459 reflections 509 parameters H-atom parameters constrained Á max = 0.26 e Å À3 Á min = À0.29 e Å À3 Table 1 Hydrogen-bond geometry (Å , ). Symmetry codes: (i) Àx þ 1; Ày þ 1; Àz þ 1; (ii) Àx; Ày þ 1; Àz þ 1; (iii) x À 1; y À 1; z þ 1.
Data collection: APEX2 (Bruker, 2004); cell refinement: SAINT (Bruker, 2004) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: ORTEP-3 (Farrugia, 1997); software used to prepare material for publication: SHELXL97 and PLATON (Spek, 2009 ). TK thanks Dr Babu Varghese, SAIF, IIT-Madras, Chennai, India, for his help with the data collection. crobial and antibacterial activities (De-Benedetti et al., 1985; Krishnaiah et al., 1995) .
The asymmetric unit contains two crystallographically independent molecules, A and B (Fig. 1) . As a result of the electron-withdrawing character of the phenylsulfonyl group, the bond lengths N1-C2 [1.4268 (24) Å and 1.4315 (25) Å] and N1-C5 [1.4180 (23) Å and 1.4160 (24) Å] in molecules A and B are longer than the mean value of 1.355 (14) Å (Allen et al., 1987) . Atom S has a tetrahedral geometry, with the O-S-O and N-S-C angles deviating significantly from ideal value, and this may be attributed to the Thorpe-Ingold effect (Bassindale, 1984 In the crystal structure, C-H···O interactions (Table 2) link the molecules into linear chain extending along the a axis.
Experimental 1-Phenylsulfonyl-2-methyl-3-bromomethylindole (2 g, 5.49 mmol) was dissolved in dry CH 3 CN (20 ml). To this anisole (0.89 ml, 8.23 mmol), ZnBr 2 (2.47 g, 10.96 mmol) were added and refluxed for 12 h. The reaction mixture was quenched with ice containing few drops of conc. HCl, extracted with CHCl 3 (3 × 5 ml) and dried Na 2 SO 4 . The solvent was removed under vacuo. Then crude was recrystallized from CDCl 3 to get the diffraction quality crystals.
Refinement
H atoms were positioned geometrically (C-H = 0.93-0.98 Å) and allowed to ride on their parent atoms, with U iso (H) = 1.5U eq (C methyl ) and 1.2U eq (C). (7) 0.0356 (7) 0.0003 (6) −0.0189 (6) −0.0089 (6) C2A 0.0511 (9) 0.0450 (9) 0.0435 (9) 0.0003 (7) −0.0261 (7) −0.0011 (7) C3A 0.0432 (8) 0.0452 (9) 0.0431 (9) 0.0070 (7) −0.0191 (7) −0.0021 (7) C4A 0.0449 (8) 0.0406 (8) 0.0411 (8) 0.0119 (7) −0.0190 (7) −0.0080 (6) C5A 0.0462 (8) 0.0402 (8) 0.0385 (8) 0.0092 (6) −0.0219 (7) −0.0090 (6) C6A 0.0493 (9) 0.0460 (9) 0.0466 (9) 0.0026 (7) −0.0198 (7) −0.0081 (7) C7A 0.0659 (12) 0.0457 (9) 0.0635 (12) 0.0020 (8 (7) 0.0710 (9) 0.0518 (7) 0.0162 (6) −0.0166 (6) −0.0182 (6) O2A 0.0857 (10) 0.0498 (7) 0.0597 (8) 0.0162 (7) −0.0311 (7) −0.0263 (6) O3A 0.0790 (9) 0.0495 (7) 0.0606 (8) 0.0022 (7) −0.0321 (7) −0.0012 (6) S1A 0.0505 (2) 0.0463 (2) 0.0390 (2) 0.0474 (10) 0.0760 (13) 0.0584 (11) −0.0003 (9) −0.0168 (9) −0.0281 (10) C18B 0.0410 (8) 0.0593 (10) 0.0421 (9) 0.0012 (7) −0.0108 ( 0.0702 (13) 0.0791 (15) 0.0656 (13) 0.0018 (11) −0.0072 (11) −0.0397 (12) O1B 0.0448 (7) 0.0811 (10) 0.0611 (8) −0.0019 (6) −0.0182 (6) −0.0214 (7) O2B 0.0816 (10) 0.0444 (7) 0.0637 (8) −0.0023 (6) −0.0316 (7) −0.0104 (6) O3B 0.0721 (9) 0.0721 (9) 0.0626 (9) 0.0086 (7) −0.0270 (7) −0.0338 (7) S1B 0.0492 (2) 0.0500 (2) (17) C8B-C9B-C4B 118.5 (2) C8A-C9A-H9A 120.5 C8B-C9B-H9B 120.7 C4A-C9A-H9A 120.5 C4B-C9B-H9B 120.7 C11A-C10A-C15A 121.56 (16) C11B-C10B-C15B 121.21 (17) C11A-C10A-S1A 119.34 (13) C11B-C10B-S1B 119.68 (13) C15A-C10A-S1A 119.10 (13) C15B-C10B-S1B 119.10 (14) C12A-C11A-C10A 118.55 (18) C12B-C11B-C10B 119.37 (18) C12A-C11A-H11A 120.7 C12B-C11B-H11B 120.3 C10A-C11A-H11A 120.7 C10B-C11B-H11B 120.3 C11A-C12A-C13A 120.43 (19) C13B-C12B-C11B 119.9 (2) C11A-C12A-H12A 119.8 C13B-C12B-H12B 120.1 C13A-C12A-H12A 119.8 C11B-C12B-H12B 120.1 C14A-C13A-C12A 120.55 (19) C14B-C13B-C12B 120.6 (2) C14A-C13A-H13A 119.7 C14B-C13B-H13B 119.7 C12A-C13A-H13A 119.7 C12B-C13B-H13B 119.7 C13A-C14A-C15A 120.16 (19) C13B-C14B-C15B 120.6 (2) C13A-C14A-H14A 119.9 C13B-C14B-H14B 119.7 C15A-C14A-H14A 119.9 C15B-C14B-H14B 119.7 C14A-C15A-C10A 118.75 (17) C14B-C15B-C10B 118.32 (19) C14A-C15A-H15A 120.6 C14B-C15B-H15B 120.8 C10A-C15A-H15A 120.6 C10B-C15B-H15B 120.8 C2A-C16A-H16A 109.5 C2B-C16B-H16D 109.5 C2A-C16A-H16B 109.5 C2B-C16B-H16E 109.5 H16A-C16A-H16B 109.5 H16D-C16B-H16E 109.5 C2A-C16A-H16C 109.5 C2B-C16B-H16F 109.5 H16A-C16A-H16C 109.5 H16D-C16B-H16F 109.5 H16B-C16A-H16C 109.5 H16E-C16B-H16F 109.5 C18A-C17A-C3A 115.02 (15) C3B-C17B-C18B 113.98 (15) C18A-C17A-H17A 108.5 C3B-C17B-H17C 108.8 C3A-C17A-H17A 108.5 C18B-C17B-H17C 108.8 C18A-C17A-H17B 108.5 C3B-C17B-H17D 108.8 C3A-C17A-H17B 108.5 C18B-C17B-H17D 108.8 
